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Bacteriophage (phages) are viruses which infect bacteria, fungi, actinomycetes,

and spirochetes. They replicate as obligate intracellular parasites in host.
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1. virulent phage
7€ X : Virulent phages are phages which can only multiply in
bacteria and kill the cell by lysis at the end of the life cycle.
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2. temperate phage
7€ X : Temperate phages are those that can enter a quiescent state in
the cell. In this quiescent state most of the phage genes are
not transcribed; the phage genome exists in a repressed state.
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Bacterial Heredity and Variation (1)
penetic variation
phenotypic variation
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bacterial chromosome
plasmid: & . HFE. HEEFA (F FkL. R RIS
plasmids are extrachromosomal genetic elements in bacteria. Most
plasmids are closed, circular, double-stranded DNA molecules.
Plasmids usually encode traits that are not essential for bacterial
viability, and replicate independently of the chromosome.
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1. %A fi#FE: prophage, lysogenic bacterium, virulent phage, temperate phage.
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1. Bacterial Heredity and Variation(2).
2. Bacterial Drug Resistance.
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